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Background
There is little data on Human Papillomavirus (HPV) and cervical dysplasia prevalence in Guatemala, a country with high
incidence of cervical cancer. Our aim is to estimate the prevalence of cervical dysplasia and HPV infection, and related risk
factors in the female population, including women from the general population (GP) and sex workers (SW), attending health
facilities from the Department of Escuintla, a sub-urban area from Guatemala.

Methods

Results

A health facilities-based cross-sectional study was carried out between MayAugust 2007, including 300 GP and 299 SW. Women who fitted the inclusion
criteria (age between 18-49 years, were not pregnant, and did not have a
contraindication for the Pap smear examination) were recruited in a
consecutive manner. The liquid cytology samples were collected in
Preservcyt. HPV DNA detection was performed by Linear Arrays HPV
genotyping test (Roche Molecular systems, Pleasanton, CA, USA), an
enhanced and commercialized version of the PGMY line blot assay (PGMYLB). The pool of consensus L1 PGMY09/11 primers used in this assay is
designed to amplify HPV-DNA from 38 genotypes. These include HR HPV
types (16, 18, 26, 31, 33, 35, 39, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73,
82), low risk (LR) types (6, 11, 40, 42, 54, 55, 61, 70, 72, 81 and CP6108),
and types with an unknown risk (UR, 62, 64, 67, 69, 71, 83, 84, and IS39).

Study setting

Cytology examination were carried out after
processing the samples with the T-3000
system from Cytic Corporation, (Boxbourg,
Maryland), Papanicolau stain performed
with a Leica stainer and screened with the
Imager system from Cytic. Information was
obtained through a personal interview and
gynecological
examination.
The
2001
Bethesda system was used to classify
dysplasia including abnormal Pap results.
Crude and multivariable analysis was
carried out to evaluate factors associated
with the existence of intraepithelial lesions.

297 GP and 297 SW were recruited with the cytology and HPV
determination available. The prevalence of HPV was of 38.1%
(95%CI: 32.5-43.8) and 67.3% (95%CI: 61.7-72.6) in GP and SW,
respectively. Mean age (years) was 29.7 in GP and 27.3 in SWs
(p<0.001). Prevalence of HPV decreased with increasing age among
SW (p<0.001). This trend was not observed among GP women (figure
1). Prevalence of HPV among women with normal cytology was 33.8%
among GP and
61.0% among SW. The prevalence of cervical
dysplasia was 7.7% among GP (ASCUS=1.4%, LSIL=4.7%, ASCH=0.3% and HSIL=1.3%) in the GP and 21.6% (ASCUS=7.5%,
LSIL=10.6%, ASC-H=1.4% and HSIL=2.1%) in SW (Figure 2). The
most prevalent HPV types among women with HSIL lesions were 58
(n=4) and 16 (n=3). The development of SIL was related to young
age in SW (OR=4.10, 95%CI=1.0-16.6) and having an occasional
partner in the last 6 months in GP (OR=3.95, 95%CI=1.3-12.2).
Table 1 shows potential vaccine 16/18 coverage among women with
SIL.

Figure 1: HPV prevalence among General population and
Sex workers stratified by age1,2
Figure 2: Cervical dysplasia prevalence*

*Dysplasia includes abnormal Pap results following the Bethesda system

1.P test for trend for GP=0.9
2.P test for trend for SW <0.001

Conclusions
The prevalence of HPV infection and cervical dysplasia is strikingly high
among GP with normal cytology. Data suggest that in Guatemala, at least
38 out of 100 women are infected by HPV regardless of their age. However,
this is not a truly population-based study since we recruited participants
attending health facilities. Our results are consistent with the high incidence
of cervical cancer estimated in Guatemala and urges for universal effective
preventive interventions such as the recently commercialized HPV vaccines.
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